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| mmune escape: Antigenic variation
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| mmune escape: Antigenic variation

Knowledge so far:

- No apparent DNA rearrangement necessary
- Activation occurs In situ

- Mutually exclusive transcription
- Genetic imprinting

- S0 how are var genes transcriptionally
silenced/ activated?
- What directs switching?



Organisation of the var gene multif amily
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| mmunolocalisation of PfSir2
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Internal and subtelomeric var genes are found in the nuclear periphery
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Internal and subtelomeric var genes are found in the nuclear periphery
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Active var genes dissociate from telomeric clusters
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Serial sectioning reveals a euchromatin-like region at the nuclear periphery







Eimeria
Cryptosporidium Pakandl et al 2002
Tetley et a 1998

Toxoplasma

Hepatazoon
Jakes et al 2003 Dao et a 2002



Dinoflagellate (Hematodinium)
Appleton & Vickerton 1996
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Serial sectioning reveals a euchromatin-like region at the nuclear periphery




nucleosome core particle

Tim Richmond, 1967

Luger, Maeder, Richmond, Sargent & Richmond, Nature, 389:251-260, 1997
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www.histone.com


http://www.histone

Histone H3 Tri- methylated 4K and Di-methylated K4
A Di-methylated K4

B Tri-methylated K4

A+B+C




Histone H3 Tri-methylated Lysine4 + Acetylated K14

Acetylated K14 A+B

Tri-methylated K4

A+B+C




Histone Tri-Methylated Lysine4










