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Transcriptional regulation -
Epigenetic regulation of antigenic variation 

in Plasmodium falciparum
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I mmune escape: Ant igenic var iat ion 
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I mmune escape: Ant igenic var iat ion 
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Knowledge so f ar:
No apparent DNA rearrangement necessary
Act ivat ion occurs in situ
Mutually exclusive t ranscript ion

Genet ic imprint ing

So how are var genes t ranscript ionally 
silenced/ act ivated?
What direct s switching?
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Pf-Sir2 co-localise with telomere foci 
and nucleolus



Immunolocalisation of PfSir2
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Serial sectioning reveals a euchromatin-like region at the nuclear periphery
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Serial sectioning reveals a euchromatin-like region at the nuclear periphery



Luger, Maeder, Richmond, Sargent & Richmond, Nature, 389:251-260, 1997
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Histone H3 Tri- methylated 4K and Di-methylated K4
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Histone H3 Tri-methylated Lysine4 + Acetylated K14
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Histone Tri-Methylated Lysine4






